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SEQUENCE LISTING 
4 (1) GENERAL INFORMATION: 

(i) APPLICANT: Hedrick, Joseph A. 
Vicari, Alain P. 
Zlotnik, Albert 

(ii) TITLE OF INVENTION: Mammalian Chemokines; Receptors; 

Reagents; Uses 
iii) NUMBER OF SEQUENCES: 10 
(iv) CORRESPONDENCE ADDRESS: 

(A) ADDRESSEE: DNAX Research Institute 

(B) STREET: 901 California Avenue 

(C) CITY: Palo Alto 

(D) STATE: California 

(E) COUNTRY: USA 

(F) ZIP : 94304-1104 
(v) COMPUTER READABLE FORM: 

(A) MEDIUM TYPE: Floppy disk 

(B) COMPUTER: IBM PC compatible 

(C) OPERATING SYSTEM: PC-DOS/MS -DOS 

(D) SOFTWARE: Patentln Release #1.0, Version #1.30 
(vi) CURRENT APPLICATION DATA: 

(A) APPLICATION NUMBER: US/09/9 10 , 69 5 

(B) FILING DATE: 20-Jul-2001 

(C) CLASSIFICATION : 
(vii) PRIOR APPLICATION DATA: 

(A) APPLICATION NUMBER: 09/122,585 

(B) FILING DATE: 24-JUL-1998 
viii) ATTORNEY/AGENT INFORMATION: 

(A) NAME: Ching, Edwin P. 

(B) REGISTRATION NUMBER: 34,090 

(C) REFERENCE/DOCKET NUMBER: DX0757 
(ix) TELECOMMUNICATION INFORMATION: 

(A) TELEPHONE: (6 50)852-9196 

(B) TELEFAX: (650)496-1200 
INFORMATION FOR SEQ ID NO : 1 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 179 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 
(ix) FEATURE: 

(A) NAME/KEY: CDS 

(B) LOCATION: 18 . .179 
(X) PUBLICATION INFORMATION: 

(H) DOCUMENT NUMBER: US 60/053,693 

(I) FILING DATE: 25-JUL-1997 
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H saS i S sb = s s s 50 

H - = Z Z 2 ~ 2 5 SJ S £ 2 = S S 5 " 

76 »J» .or ar-r APT CCT CAT ATA TTT ATT TCT GAT TAT AAG 146 

11 S S S £ £ £ S S Sis a. P h . II. « «p tv, 

82 ATA ATA TA^ TCT GGA AAA CAC TGG AAA ATA CAT 

83 lie lie Tyr Ser Gly Lys His Trp Lys lie His 

84 45 50 

87 (2) INFORMATION FOR SEQ ID NO: 2: 

89 (i) SEQUENCE CHARACTERISTICS: 

90 (A) LENGTH : 54 amino acids 

91 (B ) TYPE: amino acid 

92 (D) TOPOLOGY: linear 
94 (ii) MOLECULE TYPE: protein 

(Xi) SEQUENCE DESCR I^XON^ STC XD «C>^ 2: ^ 
98 Met Gin Lys Gly Val Gly Leu Leu Arg Thr Val Pro i, ^ 

11 vll «r Gly «. II- »P - «■ ™ «» <" To T " 

i°04 Thr Thr Pro His He Phe lie Ser Asp Tyr Lys lie lie Tyr Ser Gly 

105 35 40 

107 Lys His Trp Lys He His 

108 50 

110 (2) INFORMATION FOR SEQ ID NO : j ' 

112 (i) SEQUENCE CHARACTERISTICS: 

113 (A) LENGTH: 1314 base pairs 

114 (B) TYPE: nucleic acid 

115 (C) STRANDEDNESS : single 

116 (D) TOPOLOGY: linear 
118 (ii) MOLECULE TYPE: cDNA 

121 (ix) FEATURE: 

122 (A) NAME/KEY: CDS 

123 (B) LOCATION: 179.. 1171 
12 5 (X) PUBLICATION INFORMATION: 

6 (H) DOCUMENT NUMBER: US 60/053,693 

127 (i) FILING DATE: 25-JUL-1997 

129 (Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3: TATTTTAACA 60 

s ssbs = ~: = i E = IC »• 

138 Met lie Thr Leu Asn Asn Gin Asp Gin Pro Val Fro ^ 
III CAT CCA GAT GAA TAC AAA ATT GCA GCC CTT GTC TTC TAT AGC TGT ATC 
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282 225 230 235 240 

284 Val Leu Val Cys Phe Met Pro Phe His lie Cys Phe Ala Phe Leu Met 

285 245 250 255 

287 Leu Gly Thr Gly Glu Asn Ser Tyr Asn Pro Trp Gly Ala Phe Thr Thr 

288 260 265 270 

290 Phe Leu Met Asn Leu Ser Thr Cys Leu Asp Val lie Leu Tyr Tyr lie 

291 275 280 285 

293 Val Ser Lys Gin Phe Gin Ala Arg Val He Ser Val Met Leu Tyr Arg 

294 290 295 300 

296 Asn Tyr Leu Arg Ser Met Arg Arg Lys Ser Phe Arg Ser Gly Ser Leu 

297 305 310 315 320 

299 Arg Ser Leu Ser Asn He Asn Ser Glu Met Leu 

300 325 330 
302 (2) INFORMATION FOR SEQ ID NO : 5: 

304 (i) SEQUENCE CHARACTERISTICS: 

305 (A) LENGTH: 400 base pairs 

306 (B) TYPE: nucleic acid 

307 (C) STRANDEDNESS : single 

308 (D) TOPOLOGY: linear 
310 (ii) MOLECULE TYPE: cDNA 

313 (ix) FEATURE: 

314 (A) NAME/KEY: CDS 

315 (B) LOCATION: 2.. 226 

317 (x) PUBLICATION INFORMATION: 

318 (H) DOCUMENT NUMBER: US 60/053,693 

319 (I) FILING DATE: 25-JUL-1997 

321 (xi) SEQUENCE DESCRIPTION: SEQ ID NO : 5: 

32 3 G CTA CAA GGA CAG GAG AAC AGC TAT AGC CCC TGG GGA GCC TTC ACC 4 6 

324 Leu Gin Gly Gin Glu Asn Ser Tyr Ser Pro Trp Gly Ala Phe Thr 

325 15 10 15 

32 7 ACC TTC CTC ATG AAC CTC AGC ACC TGT CTC GAT GTA GTC CTC TAC TAC 94 

328 Thr Phe Leu Met Asn Leu Ser Thr Cys Leu Asp Val Val Leu Tyr Tyr 

329 20 25 30 

3 31 ATC GTT TCC AAA CAG TTC CAG GCT CGA GTC ATC AGC GTC ATG CTG TAC 14 2 

332 He Val Ser Lys Gin Phe Gin Ala Arg Val He Ser Val Met Leu Tyr 

333 35 40 45 

335 CGC A AT TAC CTT CGC AGT GTT CGC AGA AAA AGT GTC CGA TCG GGC AGT 190 

336 Arg Asn Tyr Leu Arg Ser Val Arg Arg Lys Ser Val Arg Ser Gly Ser 

337 50 55 60 

3 39 TTA CGG TCA CTT AGC AAC ATG AAC AGT GAG ATG CTT TGAGTCAGAG 2 36 

340 Leu Arg Ser Leu Ser Asn Met Asn Ser Glu Met Leu 

341 65 70 75 

34 3 CAAGCTGCCA GTCTTCAGTC TCTTTAAAAT TCTTTTCCTA TCTACTTTCG GGTGAACCAG 296 

34 5 CATTCTACAC TATCCAGTCC CTTCTCTAAC AAAGAGAAAT AATAATGATG AACTTTAAAA 356 

34 7 ACTTCTGCGG TATTCTGTGT ATTCTAGCCA CATGATTAAA AACT 4 00 

350 (2) INFORMATION FOR SEQ ID NO : 6: 

352 (i) SEQUENCE CHARACTERISTICS: 

353 (A) LENGTH: 75 amino acids 

354 (B) TYPE: amino acid 
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